SUPPLEMENTARY TABLES Supplementary
Putative protein of unknown function For each protein, the P. anserina ID, protein name (based on the annotation from the 'P. anserina Genome Project' database) and average numbers of unique peptides identified by MS analysis across all biological replicates of the respective sample are listed. Proteins that were highly enriched in the samples containing HsCLPP WT-TAG or HsCLPP TRAP-TAG over the background control sample (using spectral counting, enrichment factor > 3) are in bold (enrichment factor in parentheses). 
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